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Text Correction
In the original publication [1], there were errors in several bibliographic references

and in a limited number of statements that relied on insufficiently supported citations. The
authors have re-examined the reference list against original publication records and have
reviewed whether the cited references support the corresponding statements. Corrections
have been made to the reference list and to the text passages below. The authors state that
the scientific conclusions are unaffected. This correction was approved by the Academic
Editor. The original publication has also been updated.

Section 3.3. Livestock Movement and the Role of Trade
There was an error in the original publication. The sentence stating that Gache

et al. [27] demonstrated a 2.4-fold higher odds of seropositivity in herds receiving animals
from SBV-affected regions could not be verified from the cited source. The sentence has
been removed and the relevant paragraph should read:

Although vector-borne transmission is the primary route of infection, movement
of infected animals during the viremic phase may contribute to introduction into new
areas where competent vectors are present [6,26–28]. A seroprevalence survey in France
during winter 2011–2012 documented exposure in cattle and sheep [27], while a bulk milk
tank study in the south-west of Ireland showed evidence of SBV infection in dairy herds
in 2013 [28]. The epidemiological significance of animal movement is therefore context-
dependent and conditional upon the presence of competent vectors at the destination.

Section 3.6. Wildlife Hosts: Current Evidence and Research Gaps
There was an error in the original publication. The cited sources [29–31] are European

field studies and do not constitute a systematic review. The sentence has been corrected
as follows:

Available European field studies report SBV antibodies in wild ruminants and wild
artiodactyls, with seroprevalence varying by species, region, and sampling period [29–31].
However, active viral circulation in wildlife has not been confirmed, and the duration
of antibodies in wild species is unknown. Targeted longitudinal studies with repeated
sampling of marked individuals are needed to determine whether wildlife can act as a true
reservoir or merely as incidental spillover hosts.
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Section 4.2. Retrospective Diagnosis and Fetal Testing
There was an error in the original publication. The original sentence stated that Italian

serological surveys had used pre-colostral or fetal testing approaches to confirm past SBV
exposure. The replacement source supports Italian evidence of SBV exposure, but not that
specific diagnostic pathway. The sentence has been corrected as follows:

Serological investigations in Italy have also confirmed SBV exposure in livestock [33].

Section 5.2. Drivers of Low Vaccine Uptake
There was an error in the original publication. Some quantitative statements regarding

farmer vaccine uptake, reasons for non-vaccination, and cost sensitivity were not adequately
supported by the cited reference. The relevant passage has been corrected as follows:

Field experience supports this pattern. A UK sheep-farmer survey conducted after the
2016–2017 re-emergence reported limited previous vaccine use and showed that willingness
to vaccinate was strongly influenced by vaccine cost [41]. Similar patterns of low uptake
have been reported in endemic settings when perceived disease risk is low and vaccine
availability is limited [3,6,42].

Table 4 has been replaced by the following qualitative Table 4 to remove unsupported
numerical estimates:

Table 4. Qualitative synthesis of factors contributing to low Schmallenberg virus vaccine uptake in
endemic settings.

Factor Qualitative Contribution
to Low Uptake

Evidence
Base/Interpretation Practical Implication

Perceived low disease risk Major driver

In endemic settings,
clinical disease is

intermittent and congenital
cases may occur only after

periods of renewed
susceptibility. After large
outbreaks, farmers may
perceive vaccination as

unnecessary when visible
disease declines.

Risk communication
should emphasize cyclical

re-emergence, herd
immunity decline, and the

vulnerability of naive
breeding females.

Direct vaccine cost Important economic
barrier

Willingness to vaccinate is
strongly influenced by

vaccine price, especially in
low-margin sheep and

extensive ruminant
systems.

Subsidies, risk-based
support, or targeted

vaccination of high-risk
groups may improve

uptake.

Labour and
animal-handling costs

Important operational
barrier

Vaccination requires
gathering, restraint, and

administration; these costs
are proportionally higher

in extensive grazing
systems.

Vaccination campaigns
should be aligned with

routine handling, breeding
preparation, or other
scheduled flock/herd

management procedures.

Vaccine availability and
logistics Context-dependent barrier

Withdrawal or limited
availability of commercial
vaccines reduces practical
access even when farmers
or veterinarians are willing

to vaccinate.

Vaccine banks or advance
procurement mechanisms

may help maintain
preparedness.
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Table 4. Cont.

Factor Qualitative Contribution
to Low Uptake

Evidence
Base/Interpretation Practical Implication

Veterinarian
recommendation and

farmer awareness

Moderate but modifiable
factor

Uptake is influenced by
whether farmers receive

clear, timely advice on SBV
risk, breeding timing, and

vaccination value.

Continuing veterinary
education and

decision-support tools
could improve risk-based

recommendations.

Concerns about vaccine
use in breeding or
pregnant animals

Minor to moderate barrier

Although inactivated
vaccines are generally

considered suitable for use
in breeding animals,

uncertainty or hesitancy
may reduce uptake.

Communication should
distinguish clearly between

licensed vaccine safety
data and unsupported

safety concerns.

Lack of DIVA compatibility Mainly relevant to
surveillance and trade

First-generation
inactivated vaccines do not

readily distinguish
vaccinated from naturally

infected animals
serologically.

DIVA-compatible vaccines
and companion diagnostics

would improve
compatibility with
surveillance and

certification programmes.

Section 5.4. Emerging Vaccine Platforms and Practical Barriers
There was an error in the original publication. The originally cited reference for

regulatory complexity of novel vaccine platforms was an economic paper and was not
appropriate for the statement. The sentence has been corrected as follows:

However, several barriers remain: platform-specific regulatory data requirements for
novel vaccine technologies [45], limited long-term safety data in food-producing animals,
uncertainty regarding duration of immunity, and lack of accompanying diagnostic tools for
full DIVA implementation.

In addition, the column “Estimated timeline to licensure” in Table 5 was not di-
rectly supported by the cited literature and has been removed. The corrected Table 5
appears below:

Table 5. Comparative analysis of second-generation SBV vaccine platforms after removal of unsup-
ported timeline estimates.

Platform Advantages

Main
Production or

Implementation
Bottleneck

Evidence for
Duration of
Protection

DIVA
Compatibility

Regulatory or
Validation

Considerations

NSs-deletion
modified-live

vaccine

Strong
immunogenicity;

potential for
single-dose
protection;

possible DIVA
compatibility.

Requires robust
attenuation,

genetic-stability
testing, biosafety
assessment and

controlled
production of

live virus.

Experimental
challenge data
are supportive,
but long-term
field duration
data remain

limited.

Yes, in principle,
if companion

serology
distinguishes

anti-NSs
responses.

Requires
platform-specific

assessment of
safety, stability,
shedding and
reversion-to-

virulence risk.
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Table 5. Cont.

Platform Advantages

Main
Production or

Implementation
Bottleneck

Evidence for
Duration of
Protection

DIVA
Compatibility

Regulatory or
Validation

Considerations

Subunit vaccine
based on

recombinant Gc

No infectious
virus; targets
neutralizing

epitopes;
potentially
suitable for

breeding
animals.

Antigen yield,
formulation,

adjuvant
selection and

booster
requirements

may limit field
practicality.

Experimental
data support

immunogenicity
and protection,

but field
duration remains

uncertain.

Potentially yes, if
used with a
compatible
companion

diagnostic assay.

Requires
validated

potency assays,
manufacturing
consistency and

companion
diagnostic

development.

Virus-like
particles (VLPs)

Non-replicating
platform;

presents viral
antigens in a
native-like

structure; DIVA-
compatible

design is
possible.

Assembly,
purification,
scale-up and

batch-to-batch
consistency

remain
important

production
challenges.

Evidence is
mainly

experimental;
duration under
field conditions
remains to be
established.

Yes, depending
on antigen
design and
diagnostic
strategy.

Requires detailed
characterization

of particles,
quality control

and
target-species

safety
evaluation.

mRNA lipid-
nanoparticle

vaccine

Rapid design
and manufacture;

no infectious
SBV; antigen

sequence can be
updated quickly.

LNP production,
stability, storage

requirements,
dose

optimization and
target-species

data are limiting
factors.

No SBV-specific
livestock field

duration data are
available;

duration would
need dedicated

studies.

Yes, in principle,
if the encoded

antigen and
companion assay

are selected
accordingly.

Requires
platform-specific

quality, safety
and

immunogenicity
data for

veterinary use.

Viral-vector
vaccine

Single-dose
potential; no
replication-

competent SBV;
compatible with
targeted antigen

delivery.

Vector selection,
pre-existing

vector immunity,
manufacturing
scale-up and

insert stability
require

evaluation.

Experimental
evidence is

supportive for
some vector

approaches, but
field duration

remains
insufficiently

defined.

Yes, if vector and
insert design

allow
differentiation
from natural

infection.

Requires
assessment of
vector safety,

shedding,
recombination

risk and
target-species

safety.

In the original publication, the following references were incorrect or unsuitable for
the statements for which they were cited. They have been corrected or replaced as follows.
The numbering is retained to preserve the in-text citation sequence.
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The authors apologize for the errors. The corrections improve bibliographic accuracy
and remove or revise over-specific statements that were not adequately supported by
the cited literature. With this correction, the order of some references has been adjusted
accordingly. The authors state that the scientific conclusions are unaffected. This correction
was approved by the Academic Editor. The original publication has also been updated.

https://doi.org/10.3390/microbiolres17080144

https://doi.org/10.1111/tbed.13167
https://doi.org/10.1098/rsif.2011.0255
https://doi.org/10.1111/tbed.13823
https://doi.org/10.1007/s00436-016-5361-2
https://doi.org/10.1186/2046-0481-67-11
https://doi.org/10.3390/pathogens14040349
https://doi.org/10.1038/srep42500
https://doi.org/10.1136/vr.104866
https://doi.org/10.3390/vaccines8020287
https://doi.org/www.ema.europa.eu/en/documents/scientific-guideline/guideline-data-requirements-vaccine-platform-technology-master-files-vptmf_en.pdf
https://doi.org/www.ema.europa.eu/en/documents/scientific-guideline/guideline-data-requirements-vaccine-platform-technology-master-files-vptmf_en.pdf
https://doi.org/www.ema.europa.eu/en/documents/scientific-guideline/guideline-data-requirements-vaccine-platform-technology-master-files-vptmf_en.pdf
https://doi.org/10.1017/S0031182013001935
https://doi.org/10.1186/s13071-015-1042-8
https://doi.org/10.3390/microbiolres17080144


Microbiol. Res. 2026, 17, 144 6 of 6

Reference
1. Preziuso, S.; Attili, A.-R.; Storoni, C.; Di Perna, L.; Li, Y.; Cuteri, V. Schmallenberg Virus: Pathogenesis, Diagnostic Challenges,

and Control Gap in Endemic Europe. Microbiol. Res. 2026, 17, 113. [CrossRef]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.

https://doi.org/10.3390/microbiolres17080144

https://doi.org/10.3390/microbiolres17060113
https://doi.org/10.3390/microbiolres17080144

	Reference

